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Based on phylogenetic relationship derived from this study. there are 3 major species of Hypsibarbus, namely, H. 
malcomi, H. wetmorei and B. gonionotus. More samples and sampling site should be incl0ded in future study to 
elucidate the phylogeny of these genus. Besides, further study is needed for B. gonionotus as w~1I as its morphotypes to 
generate more reliable identification method to provide deeper understanding including good conservation strategy for 
the original species of B. gonionotus in future fisheries management. 
Taxonomy is the foundation of traditional conservation practices and understanding the taxonom~c details of a species is 
central to the development of successful management strategies for sustainable fisheries resour~es. Genus 
Hypsibarbus was previously described as synonym of Poropuntius (Smith, 1931) and Barbodes ~8leeker, 1859), where 
Hypsibarbus is morphologically resemblance with those genera. In this study, 12 samples were Gollected from Perak 
and 21 samples were collected from Pahang. All samples were identified by local people as Ikary Krai (Hypsibarbus 
sp.). Molecular taxonomic data derived from mitochondrial cytochrome oxidase c subunit 1 (COI~ was used to identify all 
representative samples of Malaysian Hypsibarbus. All samples showed 99% similarity with sequ+nce obtained from 
GenBank; 13 samples were identified as H. malcomi and six samples as H. wetmorei. The other 114 samples were 
identified as Barbonymus gonionotus. Based on Maximum Likelihood phylogenetic analysis, H. ~etmorei, H. malcomi 
and B. gonionotus were clustered according to their species in three major clades with three sub~lades found within B. 
gonionotus and each clade is clustered accordingly to three different morphotypes with >50% bobtstrap in ML tree. The 
morphology of Barbonymus gonionotus is quite similar to the Hypsbarbus sp. since they are siblirg species. More 
samples and sampling site should be inc1uded in this study to elucidate the phylogeny of this ge~us. Besides, further 
study is needed for B. gonionotus as well as its morphotypes to generate more reliable identification method to provide 
deeper understanding including good conservation strategy for the original species of B. goniondtus and Hypsibarbus 
sp. in future fisheries management. 
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12 • 13 February 2014, Penang, Malaysia 
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Molecular Taxonolny of Hypsibarblls spp. in Pe~insular 
Malaysia: A Preliminary Study 
Nurul Farhana SamsudinT*, Mohd. Zakaria IsmaiI\ Khaironizam M.d. Zainl 
and Darlina Md. Nairn' 
I School of Biological Sciences, Universifi Sains Malaysia, fl800 USM, Penang, }.lalaysia 
l Universiii Sliltan Zaina! Abidin, 2220{) BesllI, Terellgganu, A1alaysia 
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The tropical Asian cyprinid, genus Hypsibarbus is wideJy distributed in the 
freshwater habjtats throughout Southeast Asia. Record on systematic status of the 
endangered genus Iiypsibarbus in Malaysia has not been well documented. 
Molecular taxono1l1ic data derived from Initochondrial cytochrome oxidase c subunit 
1 (COl) was used to identify 22 representative samples of Malaysian Hypsibarbus. 
The aligned sequence of Hypsibarbus spp. was subjected to similarity searches 
against GenBank Basic Local Alignll1cllt Search Tool(BLAS T). All samples showed 
990/0 similarity with sequence obtained from GenBank; 13 samples were identified as 
H. malcomi and eight samples as H. welmorei. Maximmn likelihood and neighbor-
joining luethods were used to construct phylogenetic tree. Sequences obtained from 
this study were also compared to congener species sequences. This study will provide 
new insight into the taxonomy of Hypsibarhus in M.alaysia and provide deeper 
understanding for future fisheries management on Hypsibarbus. 
Pel"sidangan Serantau Kearlfan Tempatan 2013 
Regional Conference on Local Know/edge 2013 
Sem,mg (Negtito), Senoi and Proto Malay; all of which consist of 19 subgroups (3), (4). This 
study interviewed four practitioners from three settlements in Simpang Pulai, Perak; Kampung 
Pos Slim (Semai), Kampung Makmur (Temiar) and Kampwlg Pos Raya (Temiar). Plant 
specimens were collected for systematic extraction and bioactivity testing and as voucher 
specimen. Five plants indicated for malaria and associated symptoms were found to have good 
antiplasrnodial activity and have a sound basis for further investigation into potential drug 
discovery. 
Evolusi Peralatan Penaugkapao Ikan Penyumbang Kepada Kepupusan Ikan di Malaysia: 
Kajian Kes Ikan Krai (Hypsibarbus) 
Nurul Farhana Samsudin, Darlina Md. Naim 
Abstrak 
Ik8.l1 merupakan l-elompok yang paling be;l.neka ragam deuga.ll juudah sp~sjt:s lIIdt:lJilti uali 
27,000 di seluruh dunia. Ikan rnegandungi sumber protein yang tinggi menjadikannya sumber 
makanan yang sangat penting kepada manusia. Di Malaysia, ikan rnerupakan sumber protein 
termurah dan pennintaan terhadap ikan sebagai sllmbe.r makanan terus rneningkat seiring dengan 
peningkatall penduduk. Di samping itu, sektor perikanan men,umbang sebanyak 1.37% kepada 
Keluaran Dalam Negara Kasar (KD}\rl<). Penangkapan ikan yang berlebihan, pengenaian kepada 
penggunaan alatan moden, aktiviti altematif untuk komuniti tempatan dan juga pencemaran 
antara faktor penyumbang kepadakepupusan fauna ini. Kenas keIja ini akan memfokuskan 
kepada evolusi peralatan penangkapan ikan yang seterusnya rnenjadi penyumbang kepada 
kepupusan ikan di Malaysia dengan menjadikan ikan Krai sebagai model 
Fosil Hidup Paya Bakau: Carcinoscorpius Rotulldicauda (BeJangkas Bakau) 
Adibah Abu Bakar, Darlina Md. Naim 
Ab:strak 
Belangkas bakau (Carcinoscorpius rotrmdicallda) adalah spesies belangkas bersaiz ked1 ditemui 
di kawasan pantai dari Laut China Selatan hingga ke benua India. Di seluruh dunia, spesies ini 
dikenali sebagai belangkas bakau manakala di Malaysia, spesjes ini dinamakan sebagai 'kuncus', 
'koncong' atau 'koncos' yang bennaksud kecil dalam bahasa Melayu oleh penduduk tempatan. 
Kini, belangkas digunakan dalarn bidang perubatan di seluruh dunia kerana darah biru mereka 
rnengandungi serum yang digunakan sebagai assay untuk mengesan bakteria dan toksin. 
Disebabkan nilai komersil belangkas, populasi haiwan ini dikatakan sedang rnerosot di seluruh 
dunia terutamanya di Asia kerana kebanyakan nelayan tempatan akan mengumpul belangkas 
27 
~~.9.t It '~ .. '. :;!' . t, .. ~. '.11 . UNIVERSITI 'I!'J.~ ... h ~ '""LAYSJA ~~, ,tj' . ~;.\ · SAINS . ,,'-<:;::' " .. HAl Dianjurkan oleh: Kumpulan Kearifan T&mpr: f.2fl ~ KKT) Universiti Sa ins Malays ic 
Jeffiz Ezuer Shafii 
From: 
Sent: 
To: 
Subject: 
Darlina binti Md. Naim 
Friday, February 06, 2015 6:04 PM 
Jeffiz Ezuer Shafii 
FW: GMR - Publication Fee - LAPORAN AKHIR FRGS 
Assalamualaikum En. Jeffiz, 
Disertakan juga email dari journal GMR sebagi bukti penerbitan. 
Terima kasih. 
DMN 
Darlina Md. Nairn, Ph.D 
Molecular Ecology, Population & Conservation Genetics 
G09/206, School of Biological Sciences 
Universiti Sains Malaysia 
11800 Minden 
Penang 
Tel: +6 {O}4- 6534056 
Fax: +6 (0)4-6565125 
From: Genetics and Molecular Research <gmr@geneticsmr.com> 
Sent: 14 November 2014 03:05 
To: Darlina binti Md. Naim 
Cc: gmr@geneticsmr.com 
Subject: GMR - Publication Fee 
Dear Author, 
GMR5798 - 11 Molecular taxonomy of Hypsibarbus sp. in Malaysia" 
The manuscript was accepted in scientific merit by our editorial board and as part of t~e new policy of 
Genetics and Molecular Research (GMR), we are asking for payment of the publication fee at this time, so 
that we can proceed to the next step in the processing of your submitted paper, which was accepted by 
our editorial board. 
Payment of the publication fee ($960.00) should be made so that the manuscript canl be evaluated and 
revised by our technical editorial staff. 
The process of examining the scientific writing and doing an English revision is part of t~e editorial policy of 
GMR. Many manuscripts submitted for publication with a certificate of language revisi~n from specialized 
agencies are rejected due to poor English quality. Thus, GMR has worked hard to maintain its high quality. 
We point out that the journal does not receive any help of any sort from public or priv~te agencies, and 
therefore, we ask the authors to cooperate with us by upholding the Journal's standar~s. 
In conclusion, so that we can continue with the publication process of the article, we abk you to check the 
link "Instructions Of Paymenf' with the instructions for payment of the publication fe,. 
We trust that you will understand the importance of this matter. 
Sincerely, 
Francine Muniz 
Editorial Coordinator 
(Mtb 44.300) 
Genetics and Molecular Research 
www.geneticsmr.com 
Tel. (16) 3620-1251 Fax. (16) 3621-1991 
